ABSTRACT Staphylococcus argenteus TWCC 58113 was isolated from a specimen from a 12-year-old boy with purulent lymphadenitis. The S. argenteus TWCC 58113 genome was completely sequenced. The TWCC 58113 chromosome was 2,761,442 bp in size with a GC content of 32.44%. S. argenteus TWCC 58113 was found to harbor two plasmids.
(CRISPRs) than strains of other STs (2.31 Ϯ 0.67 versus 0.56 Ϯ 0.58; P Ͻ 0.001). The genome of TWCC 58113 did not contain any intact prophages. Among the 113 strains, TWCC 58113 was the only strain carrying a gene encoding toxic shock syndrome toxin 1 (TSST-1), with this gene being located in a genomic island containing staphylococcal enterotoxins. Analysis of plasmid p2 by Megablast showed that only a 110-bp portion of the 73,884-bp nucleotide sequence was identical to known nucleotide sequences. The CDS alignments of p2 suggested symmetry around the predicted origin of replication (Fig. 1) . A blastn search for the predicted origin of replication (positions 1 to 2000) of p2 showed some identity with that of staphylococcal plasmids, including that of Staphylococcus agnetis strain 908 (GenBank accession number CP009624; query coverage, 58%; identity, 70%), suggesting that these share an origin.
Data availability. The raw sequence data and chromosome and plasmid sequences have been registered at the DNA Data Bank of Japan (DDBJ) and GenBank under the accession numbers DRA007643, AP018562, AP018563, and AP018564, respectively. 
